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Osmotin-like protein genes, in wild potato, 
fungal pathogen stimulation of, 929 

Ozone, protein synthesis and, in corn leaf, 


P 
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Phenylalanine ammonia-lyase, in Arabidop- 
sis thaliana, low temperature induc- 
tion of, light dependence of, 39 
Phenylalanine ammonia-lyase 
in pea epicotyl, elicitor-mediated activa- 
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onine synthetase in, 1307 
Aegilops squarrosa, Rubisco small subunit 
in, 1319 
alfalfa 
chalcone reductase genes in, 869 
Mslecl1 gene in, 1311 
apple, calmodulin-binding protein ki- 
nase in, 847 
Arabidopsis thaliana 
ACAD12 cDNA from, cadmium stress 
and, 849 
asparaginase gene in, 1321 
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cytochrome P450-dependent monoox- 
ygenase in, 875 
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farnesyl pyrophosphate synthase in, 
835 


geranylgeranyl pyrophosphate syn- 
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meadowfoam, linolenic acid desaturase 
in, 861 

mustard, SaMADS C in, 853 

orchid petal, senescing, aminocyclopro- 
pane-1-carboxylate oxidase in, 833 
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petunia, S-adenosylmethionine syn- 
thetase in, 841 
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desaturase from, 845 
B-tubulin isotypes in, 823 
soybean, G protein a subunit in, 1315 
spinach, cytosolic ascorbate peroxidase 
in, 1325 
Stylosanthes humilis 
cationic peroxidase in, 1303 
phenylalanine ammonia-lyase in, 1301 
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lakoid, 1725 
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Pyrroline-5-carboxylate synthetase, proline 


accumulation and, in tobacco, osmo- 
tolerance and, 1387 


Pyruvate dehydrogenase, in mitochondria 


of potato and cucumber, 1623 
Q 


Quinate, metabolism of, in pea root, 319 
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oxygen-induced membrane depolar- 
izations in, 235 
phosphoenolpyruvate carboxylase in, 
phosphorylation of, 1561 
Rose petal, membrane lipids of, senescence 
and, 1029 
Russian olive leaf, methanol emission 
from, 1359 


Salicylic acid 
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synthetase and, 1387 
SaMADS C, from mustard, 853 
Sap, vascular, pH of, Robinia wood vessel- 
associated cells and, 913 
Scutella, of barley, acid release in, 769 
Seed 
apomixis and, 1345 
of Arabidopsis thaliana, fatty acid compo- 
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oxidative pentose phosphate pathway 
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protein kinases and nitrate reductase 
in, 1077, 1083 
protein kinases and sucrose-phosphate 
synthase in, 1077 
sucrose-phosphate synthase in, anti- 
bodies cross-reacting with, 219 
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